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180 bp 


96 bp 













Cys239Arg Ala336A2 
Trp278X 

I 

bp 371 bp 



2 Pf S f S Vf 



$i< It 



II 



911 bp -1550bp 1261 bp 125bp 781 bp 



Human AIPL1 
Rat AIPL1 
Human XI P 
Mouse AIP 



Human AIPL1 
Rat AZPL1 
Human AIP 
Mouse AIP 



. MDAALLLNV EGVKKTILHG 
. MDVSLLLNV EGVKKTILHG 
MADIIARLRE DGIQKRVIQE 
MADLIARLRE DGIQKRVIQE 



GTGELPNFIT GSRVIFHFRT MKCDEERTVI 
GTGELPNFIT GSRVTFHFRT MKCDEERTVI 
GRGELPDFQD GTKATFHYRT LHSDDEGTVL 
GRGELPDFQD GTKATFHFRT LHSDNEGSVI 



* **** * 



DDSRQVGQPM HI I IGNMFKL 
DDSKQVGQPM Nil IGNMFKL 
DDSRARGKPM ELIIGKKFKL 
DDSRTRGKPM ELIVGKKFKL 



100 

EVWEILLTSM RVHEVAEFWC DTIHTGVYPI 
EVWETLLTSM RLGEVAEFWC DTIHTGVYPM 
PVWETIVCTM REGEIAQFLC DIKHWLYPL 
PVWETIVCTM REGEIAQFLC DIKHWLYPL 



Human AIPL1 
Rat AIPL1 
Human AIP 
Mouse AIP 



Human AIPL1 
Rat AIPL1 
Human AIP 
Mouse AIP 



Human AIPL1 
Rat AIPL1 
Human AIP 
Mousa AIP 



Human AIPL1 
Rat AIPL1 
Human AIP 
Mouse AIP 



Human AIPL1 
Rat AIPL1 
Human AIP 
Mouse AIP 



Human AIPL1 
Rat AIPL1 
Human AIP 
Mouse AIP 



LSRSLRQMAQ GKDPTEWrfVH 
LSRSLRQVAE GKDPTSWIfVH 
VAKSLRNIAV 
VAKSLRNIAE 



GKDPLEGCRH 



GKDPLEGC RH 



TPR I 



TCGLANMFAY HTLGYEDLDE LQKEPQPLVF 
TCGLANMFAY HTLGYEDLDE LQKEPQPLIF 
CCGVAQMREH SSLGHADLDA LQQNPQPLIF 
CCGIAQMHEH SSLGHADLDA LQQNPQPLIF 



VljELLQVDAP SDYQRETWNL SNHEKMKAVP VLHGEGNRLF KLGRYEEASS 
ELLQVEAP NEYQRETWNL NNEERMQAVP LLHGEGNRLY KLGRYDQAAT 
HWEMLKVESP GTYQQDPWAM TDEEKAKAVP LIHQEGNRLY REGHVKEAAA 
EMLKVESP GTYQQDPWAM TDEEKAKAVP VIHQEGNRLY REGQVKEAAA 



TPR II 

KYQSAIICLR NLQTKEKPWE VQWLKLEKMI NTLILNYCbC LLKKEEYYEV 

KYQ SAIVCLR NLQTKEKPWE VEWLKLEKMI NTLILNYCBC LLKKEEYYEV 

KYY DAIACLK NLQMKEQPGS PEWIQLDKQI TPLLLNYC2C KLWEEYYEV 

KYYDAIACLK NLQMKEQPGS PDWIQLDLQI TPLLLNYC 3C KLVAQEYYEV 



LEHTSDILRH 
LEHTSDILRH 
LDHCSSILNK 
LDHCSSILNK 



TPR III 



300 



HPGIVKAYYV RARAHAEVWN EAEAKADLQK VLELEPSHQK 

HPGI VKAYYM RARAHAEVWN AEEAKADLEK VLELEPSKRK 

YDDN VKAYFK RGKAHAAVWN AQEAQADFAK VLELDPAI AP 

YDDNjVKAYFK RGKAHAAVWN AQEAQADFAK VLELDPAI AP 



AVRRELRLLE NRMAEKQEEE RLRCRNMLSQ GATQPPAEPP TEPPAQSSTE 

AVLRELRLLE SRLADKQEEE RQRCRSMLG 

WSRELRALE ARIRQKDEED KARFRG I FSH /.[..[ 

WSRELRALE TRIRQKDEED KARFRG I FSH ][[[ 

* **** ** * * ** * » 
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